
Towards Sub-Second Molecular Docking as a Structural Primitive
A Quantized Consistency Diffusion Framework for Agent-Centered Drug Discovery 
Latency determines   whether structure can stay inside the reasoning loop.

Low-latency primitives make the scientific AI workbenches executable.

1 Why now? Agentic discovery

Claude Science

How? Compress the call2 So what? Next frontier3

NSR is the common coordinate that aligns noisy 
inputs, timesteps, discretization, and loss 
weighting across any diffusion schedules.

From product to primitive.
Our model is not only an online docking SaaS or model-as-a-service API; it is a low-latency Bio Token for 
agentic science. It turns molecular docking from a prediction endpoint into a reusable structural 
primitive — callable by AI workbenches, composable by scientific agents, and executable inside real-time 
discovery loops.
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